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Suppl. Figure 8: Enrichment of non-consistent, stable
across age GxCA and stable in adults GxCA CpGs for GO
biological processes. The x-axis denotes non-consistent,
stable across age GxCA and stable in adults GxCA CpGs,
the y-axis the GO biological process term. Only GO terms
which are significantly enriched in at least one CpG group
are depicted. The color indicates the —log10 (adjusted p-
value). The non-conistent CpGs were not consistently
enriched in any GO term (only 2 of the random subsets of
non-consistent CpGs showed enrichment for GO terms,
no term overlapped neither between the subsets nor
with any of the significant GO terms for the stable GxCA
CpGs).



